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    31239845|Anopheles_gambiae RFSRTTYPATQPVSTMARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---S--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAVAALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   151
46226955|Cryptosporidium_parvu --ESEDNKANKVLLKMARTKQT--ARK-----STG-GKA-------PRKQLA------------SK------GARKSA-P---V--TGGVKKPRRYRP-GTVALREIRRYQRSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEAAEAYLV-GLFEDTNLCAIHAHRVTIMPKDVQLARRIRGER------------   148
         50960584|Homo_sapiens ------AGKPVFWFAMARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   145
      42550773|Gibberella_zeae ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA----SKAASSLTSS------SARKSA-P---S--TGGVKKPHRYKP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--SDLRFQSSAIGALQESVESYLV-SLFEDTNLCAIHAKRVTIQSKDIQLARRLRGERN-----------   144
 40746219|Aspergillus_nidulans ---------------MARTKQT--ARKSSLCKSTG-GKA-------PRKQLA------------SK------AARKAA-P---S--TGGVKKPHRYKP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--SDLRFQSSAIGALQESVEAYLV-SLFEDTNLCAIHAKRVTIQSKDIQLARRLRGERS-----------   141
    529954|Emericella_nidulans ---------------MARTKQT--ARKSSK--STG-GKA-------PRKQLA------------SK------AARKAA-P---S--TGGVKKPHRYKPGGTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--SDLRFQSSAIGALQESVEAYLV-SLFEDTNLCAIHAKRVTIQSKDIQLARRLRGERS-----------   140
  9759615|Arabidopsis_thaliana ---------------MARTKQT--ARI-----STG-GKA-------PRKQLA------------PK------AARQSA-P---A--TGGVKKPHRFRP-GTVALRDIRKYQKSTEILIRKLPFQRLVREIAQDFK--TDLRFQSSAVAALQEAAEAYLV-GLFEDTNLCAIHAKRVTIMPKEIQLARRIRGERARGE--------   139
         47481388|Homo_sapiens -------------LAMARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEACEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   138
50255718|Cryptococcus_neoforma ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKQA-P---SQVSGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAIGALQEASEAYLV-SLFEDTNLAAIHAKRVTIQPKDLQLARRLRGERS-----------   138
50259668|Cryptococcus_neoforma ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKQT-T---TSAAGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-SLFEDTNLAAIHAKRVTIQPKDLQLARRLRGERS-----------   138
         51458889|Homo_sapiens -------------MGMARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   138
 32401039|Griffithsia_japonica ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---I--TGGVKKPHRYRP-GTVALREIRKFQKSTDLLIRKLPFQRLVREIAQDFK--SDLRFQSSAVLALQEAAEAYLRGGLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   137
         45768640|Homo_sapiens --------------LAGRTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEACEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   137
        3016|Neurospora_crassa ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------SK------AARKSA-P---S--TGGVKKPHRYKP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--SDLRFQSSAIGLLQESVESYLV-SLFEDTNLCAIHAKRVTIQSKDIQLARRLRGERN-----------   136
4966|Schizosaccharomyces_pombe ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------SK------AARKAA-P---A--TGGVKKPHRYRP-PTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAIGALQEAVEAYLV-SLFEDTNLCAIHGKRVTIQPKDMQLARRLRGERS-----------   136
  8070|Drosophila_melanogaster ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKRITIMPKDIQLARRIRGERA-----------   136
       21797|Triticum_aestivum ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRFRP-GTVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVSALQEAAEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
         19609|Medicago_sativa ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRFRP-GTVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVSALQEAAEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
 2565419|Onobrychis_viciifolia ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRFRP-GTVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVSALQEAAEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
        55977041|Pisum_sativum ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRFRP-GTVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVSALQEAAEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
        70759|Cairina_moschata ---------------MARTKQT--ACK-----STG-RKA-------PRKQLA------------TK------AAHKSA-P---A--MGGVKKPHCYRP-GTVALHEIHRYQKSTELLICKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKRVSIMPKDIQLTRRIRGERA-----------   136
     224869|Anas_platyrhynchos ---------------MARTKQT--ACK-----STG-RKA-------PRKQLA------------TK------AAHKSA-P---A--MGGVKKPHCYRP-GTVALHEIHRYQKSTELLICKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKRVSIMPKDIQLTRRIRGERA-----------   136
 122066|Tetrahymena_pyriformis ---------------MARTKQT--ARK-----STG-VKA-------PRKQLA------------TK------AARKSA-P---V--SGGVKKPHKFRP-GTVALREIRKYQKTTDLLIRKLPFQRLVRDIAMEMK--NDIRFQSQAILALQEAAEAYLV-GLFEDTNLCAIHARRVTIMTKDMQLARRIRGERF-----------   136
           122070|Oryza_sativa ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRFRP-GTVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQTSAVRALQEAAERYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
           940018|Oryza_sativa ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRFRP-GTVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQTSAVRALQEAAERYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
         122074|Xenopus_laevis ---------------MARTKQT--ARK-----STG-GKA-------PRKQLV------------TK------AAKKCA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQRSAVMALQEASEAYLV-ALFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
  159967|Paracentrotus_lividus ---------------MARTKQT--ARK-----STG-GKA-------SRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVASREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TELRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
      161319|Lytechinus_pictus ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELFIRKLPFQRLVREIAQDFK--TELRFQSSAVMALQEAREAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
  161401|Psammechinus_miliaris ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TELRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
     122088|Solaster_stimpsoni ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TELRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
 9991|Pycnopodia_helianthoides ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TELRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
      10046|Pisaster_ochraceus ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TELRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
     9790|Pisaster_brevispinus ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TELRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
        9615|Lytechinus_pictus ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TELRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
   7468|Dermasterias_imbricata ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TELRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
  159970|Paracentrotus_lividus ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TELRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
161481|Strongylocentrotus_droe ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TELRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
161792|Tetrahymena_thermophila ---------------MARTKQT--ARK-----STG-VKA-------PRKQLA------------TK------AARKSA-P---V--SGGVKKPHKFRP-GTVALREIRKYQKTTDLLIRKLPFQRLVRDIAMEMK--SDIRFQSQAILALQEAAEAYLV-GLFEDTNLCAIHARRVTIMTKDLHLARRIRGERF-----------   136
       166308|Acropora_formosa ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AAAKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVLALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
        166384|Medicago_sativa ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRFRP-GTVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSVVSALQEAAEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
          211855|Gallus_gallus ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAXDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
         288990|Xenopus_laevis ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGESKKPHRYRP-GTAALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TXLRFQSSAVMALQXASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
         288992|Xenopus_laevis ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCGIHAKRVTIMPKDIQLARRIRGERA-----------   136
         484441|Styela_plicata ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSSVMALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
             515005|Mus_pahari ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---T--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLVRRIRGERA-----------   136
516304|Cricetulus_longicaudatu ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVTLREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
  556612|Plasmodium_falciparum ---------------MERTKQT--ERK-----STG-GKA-------PRKQLA------------SK------EERKSA-P---V--STGIKKPHRYRP-GTVALREIRKSQKSTDLLIRKLPFQRLVREIAQEYK--TDLRFQSQAVLALQEAAEAYLV-GLFEDTNLCAIHAKRVTIILKDIQLARRIRGERS-----------   136
729676|Tetrahymena_thermophila ---------------MARTKQT--ARK-----STG-AKA-------PRKQLA------------SK------AARKSA-P---A--TGGIKKPHRFRP-GTVALREIRKYQKSTDLLIRKLPFQRLVRDIAHEFK--AELRFQSSAVLALQEAAEAYLV-GLFEDTNLCAIHARRVTIMTKDMQLARRIRGERF-----------   136
     1362108|Nicotiana_tabacum ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRFRP-GTVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVAALQEAAEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLPRRIRGERA-----------   136
   2116601|Drosophila_simulans ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSV-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASETYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
         2119012|Gallus_gallus ---------------MARTKQT--ARK-----FTG-GKA-------PRKQLA------------TK------AARKSA-P---S--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
          4504299|Homo_sapiens ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------VARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLMREIAQDFK--TDLRFQSSAVMALQEACESYLV-GLFEDTNLCVIHAKRVTIMPKDIQLARRIRGERA-----------   136
6319482|Saccharomyces_cerevisi ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------SK------AARKSA-P---S--TGGVKKPHRYKP-GTVALREIRRFQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAIGALQESVEAYLV-SLFEDTNLAAIHAKRVTIQKKDIKLARRLRGERS-----------   136
45190619|Eremothecium_gossypii ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------SK------AARKSA-P---S--TGGVKKPHRYKP-GTVALREIRRFQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAIGALQESVEAYLV-SLFEDTNLAAIHAKRVTIQKKDIKLARRLRGERS-----------   136
     21668061|Candida_glabrata ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------SK------AARKSA-P---S--TGGVKKPHRYKP-GTVALREIRRFQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAIGALQESVEAYLV-SLFEDTNLAAIHAKRVTIQKKDIKLARRLRGERS-----------   136
 50309473|Kluyveromyces_lactis ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------SK------AARKSA-P---S--TGGVKKPHRYKP-GTVALREIRRFQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAIGALQESVEAYLV-SLFEDTNLAAIHAKRVTIQKKDIKLARRLRGERS-----------   136
     2901|Kluyveromyces_lactis ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------SK------AARKSA-P---S--TGGVKKPHRYKP-GTVALREIRRFQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAIGALQESVEAYLV-SLFEDTNLAAIHAKRVTIQKKDIKLARRLRGERS-----------   136
11118751|Zygosaccharomyces_bai ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------SK------AARKSA-P---S--TGGVKKPHRYKP-GTVALREIRRFQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAIGALQESVEAYLV-SLFEDTNLAAIHAKRVTIQKKDIKLARRLRGERS-----------   136
6686276|Caenorhabditis_elegans ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--SGGVKKPHRYRP-GTVALREIRRYQKSTELLIRRAPFQRLVREIAQDFK--TDLRFQSSAVMALQEACEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
     6686555|Asellus_aquaticus ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKKSYYHAKGLQLARRIRGERA-----------   136
     7415982|Drosophila_erecta ---------------MARTKQT--TRK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
        7522681|Styela_plicata ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSSVMALQEASERYLV-GLFEDTNLCAIHAKRVTIMPKDIQLGRRIRGERA-----------   136
          9506767|Mus_musculus ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAMHAKRVTIMPKDIQLARRIRGERA-----------   136
          211859|Gallus_gallus ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAMHAKRVTIMPKDIQLARRIRGERA-----------   136
   11121219|Mortierella_alpina ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAIGALQEASEAYLV-SLFEDTNLAAIHAKRVTIQPKDIHLARRLRGERT-----------   136
 13919643|Trichinella_spiralis ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---S--AGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREVAQDYK--TDLRFQSSAVLALQEAAEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
 15222272|Arabidopsis_thaliana ---------------MARTKQS--ARK-----SHG-GKA-------PTKQLA------------TK------AARKSA-P---T--TGGVKKPHRFRP-GTVALREIRKYQKSTELLNRKLPFQRLVREIAQDFK--TDLRFQSHAVLALQEAAEAYLV-GLFEDTNLCAIHAKRVTIMPKDVQLARRIRAERA-----------   136
 15222297|Arabidopsis_thaliana ---------------MARTKQT--ARK-----SHG-GKA-------PRTLLA------------TK------AARKSA-P---T--TGGVKKPHRYRP-GTVALREIRKYQKSTELLIRKLPFQRLVREIAQDYK--TDLRFQSHAVLALQEAAEAYLV-GLFEDTNLCAIHAKRVTIMPKDVQLARRIRGERA-----------   136
15678030|Paracentrotus_lividus ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---S--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TELRFQSAAIGALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
17556046|Caenorhabditis_elegan ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---T--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDMQLARRIRGERA-----------   136
39584084|Caenorhabditis_briggs ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---T--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDMQLARRIRGERA-----------   136
17564214|Caenorhabditis_elegan ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--SGGVKKPHRYRP-GTVALREIRRYQKSTELLIRRAPFQRLVREIAQDFK--TDLRFQSSAVMALQEAAEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
17565064|Caenorhabditis_elegan ---------------MARTKQT--ARK-----STG-GKA-------PRKALA------------TK------AARKSA-I---V--TGSVKKVHRFRP-GTVALREIRRYQKSTELLLRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDMQLARRIRGERS-----------   136
17567723|Caenorhabditis_elegan ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---T--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
         18202621|Homo_sapiens ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEACEATLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
         18255537|Mus_musculus ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---S--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVRETAQDFK--TDLRFQSAAIGALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
18265391|Trichinella_pseudospi ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---S--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEAAEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
         18698662|Oryza_sativa ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---T--TGGVKKPHRYRP-GTVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSHAVLALQEAAEAYLV-GLFEDTNLCAIHAKRVTIMPKDIKLARRIRGERA-----------   136
19113259|Schizosaccharomyces_p ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------SK------AARKAA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAIGALQEAVEAYLV-SLFEDTNLCAIHGKRVTIQPKDMQLARRLRGERS-----------   136
      19880141|Eimeria_tenella ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------SK------AARKSA-P---V--AGGIKKPHRYRP-GTVALREIRRYQKSTDLLIRKLPFQRLVREIAQDFK--TDLRFQSSAVLALQEAAEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERS-----------   136
21322637|Penicillium_funiculos ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------SK------AARKAA-P---S--TGGVKKPHRYKP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--SDLRFQSSAIGALQESVEAYLV-SLFEDTNLCAIHAKRVTIQSKDIQLARRLRGERS-----------   136
    296337|Emericella_nidulans ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------SK------AARKAA-P---S--TGGVKKPHRYKP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--SDLRFQSSAIGALQESVEAYLV-SLFEDTNLCAIHAKRVTIQSKDIQLARRLRGERS-----------   136
48427850|Aspergillus_fumigatus ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------SK------AARKAA-P---S--TGGVKKPHRYKP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--SDLRFQSSAIGALQESVEAYLV-SLFEDTNLCAIHAKRVTIQSKDIQLARRLRGERS-----------   136
 21555021|Arabidopsis_thaliana ---------------MARTKQT--ARK-----SHG-GKA-------PTKQLA------------TK------AARKSA-P---T--TGGVKKPHRFRP-GTVALREIRKYQKSTELLNRKLPFQRLVREIAQDFK--TDLRFQSHAVLALQEAAEAYLV-GLFEDTNLCAIHAKRVTIMPKDVQLARRIRAERA-----------   136
     21668068|Candida_glabrata ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------SK------AARKSA-P---S--TGGVKKPHRYKP-GTVALREIRRFQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAIGALQESVEAYLV-SLFEDTNLAAIHAKRVTIQKNDIKLARRLRGERS-----------   136
    21702714|Hypocrea_jecorina ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------SK------AARKSA-P---S--TGGVKKPHRYKP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--SDLRFQSSAIGALQESVESYLV-SLFEDTNLCAIHAKRVTIQSKDIQLARRLRGERN-----------   136
    32415189|Neurospora_crassa ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------SK------AARKSA-P---S--TGGVKKPHRYKP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--SDLRFQSSAIGALQESVESYLV-SLFEDTNLCAIHAKRVTIQSKDIQLARRLRGERN-----------   136
  50313408|Chaetomium_globosum ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------SK------AARKSA-P---S--TGGVKKPHRYKP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--SDLRFQSSAIGALQESVESYLV-SLFEDTNLCAIHAKRVTIQSKDIQLARRLRGERN-----------   136
    22476750|Toxoplasma_gondii ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------SK------AARKSA-P---M--SGGIKKPHRYRP-GTVALREIRKFQKSTDLLIRKLPFQRLVREIAQDFK--TDLRFQSQAILALQEAAEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERS-----------   136
         22901762|Homo_sapiens ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEACEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
      55627898|Pan_troglodytes ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEACEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
         32880233|Mus_musculus ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEACEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
             516241|Mus_pahari ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEACEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
           55977056|Bos_taurus ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEACEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
     2119009|Rattus_norvegicus ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEACEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
23612258|Plasmodium_falciparum ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------SK------AARKSA-P---V--STGIKKPHKYRP-GTVALREIRKFQKSTDLLIRKLPFQRLVREIAQEYK--TDLRFQSQAVLALQEAAEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERS-----------   136
    26800901|Oikopleura_dioica ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTHLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
    26800908|Oikopleura_dioica ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGIKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVRELAQQWK--SDLRFQSSAVMALQEASEAYLV-GLFEDSNLCAIHAKRVTVMPKDMALARRIRGEAK-----------   136
       27370860|Xenopus_laevis ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---S--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
    38047789|Drosophila_yakuba ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---S--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
    27679386|Rattus_norvegicus ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---S--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
    31241625|Anopheles_gambiae ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---S--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
7296940|Drosophila_melanogaste ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---S--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
      55589448|Pan_troglodytes ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---S--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
          4504279|Homo_sapiens ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---S--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
          41053381|Danio_rerio ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---S--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
          6680161|Mus_musculus ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---S--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
   49903578|Xenopus_tropicalis ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---S--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
      51814315|Gekko_japonicus ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---S--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
        46048708|Gallus_gallus ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---S--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
           47522626|Sus_scrofa ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---S--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
       48139311|Apis_mellifera ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---S--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
54644282|Drosophila_pseudoobsc ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---S--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
47224861|Tetraodon_nigroviridi ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---S--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
    1568|Oryctolagus_cuniculus ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---S--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
       963026|Drosophila_hydei ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---S--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
  55977066|Spisula_solidissima ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---S--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
    48290305|Oikopleura_dioica ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---S--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
    27661370|Rattus_norvegicus ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------ASHKSA-P---S--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRILGERA-----------   136
    27671651|Rattus_norvegicus ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------VARKSA-P---A--TGGVKKPHRYHP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEACESYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
         38091641|Mus_musculus ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------VARKSA-P---A--TGGVKKPHRYHP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEACESYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
    27718971|Rattus_norvegicus ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------ATRKSA-P---S--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
28192618|Plasmodium_falciparum ---------------MARTKQT--ARK-----STA-GKA-------PRKQLA------------SK------AARKSA-P---I--SAGIKKPHRYRP-GTVALREIRRYQKSTDLLIRKLPFQRLVREIAQDYK--TDLRFQSSAVMALQEAAEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERS-----------   136
    23479592|Plasmodium_yoelii ---------------MARTKQT--ARK-----STA-GKA-------PRKQLA------------SK------AARKSA-P---I--SAGIKKPHRYRP-GTVALREIRRYQKSTDLLIRKLPFQRLVREIAQDYK--TDLRFQSSAVMALQEAAEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERS-----------   136
    28192620|Toxoplasma_gondii ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------SK------AARKSA-P---M--SGGIKKPHRYRP-GTVALREIRRYQKSTDLLIRKLPFQRLVREIAQDFK--TDLRFQSSAVLALQEAAEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERS-----------   136
    31230265|Anopheles_gambiae ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
22947019|Drosophila_melanogast ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
         49659925|Homo_sapiens ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
         21489953|Mus_musculus ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
        50729220|Gallus_gallus ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
       48116281|Apis_mellifera ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
  21307835|Aplysia_californica ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
  10615|Tigriopus_californicus ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
           10863|Urechis_caupo ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
        62735|Cairina_moschata ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
          64781|Xenopus_laevis ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
     64326|Oncorhynchus_mykiss ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
 38564139|Drosophila_americana ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
 38564137|Drosophila_lutescens ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
 38564135|Drosophila_immigrans ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
38564133|Drosophila_ficusphila ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
38564131|Drosophila_takahashii ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
14269420|Rhynchosciara_america ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
         7439|Drosophila_hydei ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
             516331|Mus_pahari ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
47225208|Tetraodon_nigroviridi ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
2564107|Chaetopterus_variopeda ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
       33114100|Mytilus_edulis ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
33114098|Mytilus_galloprovinci ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
    33114096|Mytilus_trossulus ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
    9821|Platynereis_dumerilii ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
      297563|Chironomus_thummi ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
      7415984|Drosophila_orena ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
     7415980|Drosophila_yakuba ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
  7415978|Drosophila_teissieri ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
 7415976|Drosophila_mauritiana ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
  7415974|Drosophila_sechellia ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
   7415972|Drosophila_simulans ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
 32394681|Griffithsia_japonica ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--SGGVKKPHRFRP-GTVALREIRRFQKSTELLVRKLPFQRLVREIAQDFK--SDLRFQSSAVLALQEAAEAYMV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERT-----------   136
 32401023|Griffithsia_japonica ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--SGGVKKPHRFRP-GTVALREIRKFQKSTELLVRKLPFQRLVREIAQDFK--SDLRFQSSAVLALQEAAEAYMV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERT-----------   136
33114092|Mytilus_californianus ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLRAIHAKRVTIMPKDIQLARRIRGERA-----------   136
    33114094|Mytilus_chilensis ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLVRRIRGERA-----------   136
         34898300|Oryza_sativa ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRFRP-GTVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVAALQEAAEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
     22324934|Orobanche_cernua ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRFRP-GTVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVAALQEAAEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
 29824185|Arabidopsis_thaliana ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRFRP-GTVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVAALQEAAEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
       7595794|Euphorbia_esula ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRFRP-GTVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVAALQEAAEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
 1531754|Asparagus_officinalis ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRFRP-GTVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVAALQEAAEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
            20253|Oryza_sativa ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRFRP-GTVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVAALQEAAEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
    27529854|Nicotiana_tabacum ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRFRP-GTVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVAALQEAAEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
   122085|Petroselinum_crispum ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRFRP-GTVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVAALQEAAEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
        1314779|Brassica_napus ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRFRP-GTVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVAALQEAAEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
          1667592|Oryza_sativa ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRFRP-GTVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVAALQEAAEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
               886738|Zea_mays ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRFRP-GTVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVAALQEAAEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
        225459|Helicoverpa_zea ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRFRP-GTVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVAALQEAAEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
         37991915|Oryza_sativa ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---T--TGGVKKPHRYRP-GTVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSHAVLALQEAAEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
       30315015|Vitis_vinifera ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---T--TGGVKKPHRYRP-GTVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSHAVLALQEAAEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
 20453305|Arabidopsis_thaliana ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---T--TGGVKKPHRYRP-GTVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSHAVLALQEAAEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
      510911|Lolium_temulentum ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---T--TGGVKKPHRYRP-GTVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSHAVLALQEAAEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
  4038469|Porteresia_coarctata ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---T--TGGVKKPHRYRP-GTVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSHAVLALQEAAEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
       30024114|Pinus_pinaster ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---T--TGGVKKPHRYRP-GTVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSHAVLALQEAAEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
    2558944|Gossypium_hirsutum ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---T--TGGVKKPHRYRP-GTVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSHAVLALQEAAEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
        488563|Medicago_sativa ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---T--TGGVKKPHRYRP-GTVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSHAVLALQEAAEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
1435157|Lycopersicon_esculentu ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---T--TGGVKKPHRYRP-GTVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSHAVLALQEAAEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
      40353325|Capsicum_annuum ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---T--TGGVKKPHRYRP-GTVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSHAVLALQEAAEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
     3273350|Nicotiana_tabacum ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---T--TGGVKKPHRYRP-GTVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSHAVLALQEAAEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
38564127|Drosophila_pseudoobsc ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKGA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
38564129|Drosophila_persimilis ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKGIQLARRIRGERA-----------   136
39581591|Caenorhabditis_briggs ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--QGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQESAEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
39581923|Caenorhabditis_briggs ---------------MARTKQT--ARK-----STA-GKA-------PRKNLA------------TK------SARKAA-P---V--AGGVKKPHRFRK-GTVALREIRRYQKSTELLVRKLPFQRLVREIAQEFK--TDLRFQSAAIGALQEASESYLV-GLFEDTNLCAIHAKRVTIMPKDMQLARRIRGERT-----------   136
39594220|Caenorhabditis_briggs ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---T--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAVGALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
                         ruler 1.......10........20........30........40........50........60........70........80........90.......100.......110.......120.......130.......140.......150.......160.......170.......180.......190.......200.....



Histone H3 Family - MUSCLE Alignment

                                                                                                                                                   .  . **.      .        . *       :                                                       
39595174|Caenorhabditis_briggs ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--AGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQESAEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
         45219796|Homo_sapiens ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEACEAYLV-GLFEDTNLCAIHAKRVTIMLKDIQLARRIRGERA-----------   136
  45384744|Chinchilla_lanigera ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---S--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRMRGERA-----------   136
         45768281|Homo_sapiens ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQCLVREIAQDFK--TDLRFQSSAVMALQEACEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
46361130|Plasmodium_falciparum ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------SK------AARKSA-P---V--STGIKKPHRYRP-GTVALREIRKFQKSTDLLIRKLPFQRLVREIAQEYK--TDLRFQSQAVLALQEAAEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERS-----------   136
    23480494|Plasmodium_yoelii ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------SK------AARKSA-P---V--STGIKKPHRYRP-GTVALREIRKFQKSTDLLIRKLPFQRLVREIAQEYK--TDLRFQSQAVLALQEAAEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERS-----------   136
     46435220|Candida_albicans ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------SK------AARKSA-P---S--TGGVKKPHRYKP-GTVALREIRRFQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAIGALQEAVEAYLV-GLFEDTNLCAIHAKRVTIQKKDMQLARRLRGERS-----------   136
     46441728|Candida_albicans ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------SK------AARKSA-P---V--SGGVKKPHRYKP-GTVALREIRRFQKSTELLIRKLPFQRLVREIAQDFK--SDLRFQSSAIGALQEAVEAYLV-GLFEDTNLCAIHAKRVTIQKKDMQLARRLRGERS-----------   136
          47085683|Danio_rerio ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---S--TGGVKKPHRYRP-GTVALGEIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
47551071|Strongylocentrotus_pu ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TELRFQSSAVMALQEASEAYLV-RLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
48427861|Ajellomyces_capsulatu ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------SK------AARKAA-P---S--TGGVKKPHRYKP-GAVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--SDLRFQSSAIGALQESVEAYLV-SLFEDTNLCAIHAKRVTIQSKDIQLARRLRGERS-----------   136
      49072070|Ustilago_maydis ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---S--AGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQESAEAYLV-SLFEDTNLAAIHAKRVTIQPKDIALARRLRGERT-----------   136
      49074852|Ustilago_maydis ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--AGGVKKPHRYKP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAIGALQEAAEAYLV-SLFEDTNLAAIHAKRVTIQPKDIALARRLRGERS-----------   136
50420965|Debaryomyces_hansenii ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------SK------AARKSA-P---S--TGGVKKPHRYKP-GTVALREIRRFQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAIGALQESVEAYLV-SLFEDTNLCAIHAKRVTIQKKDIQLARRLRGERS-----------   136
50423783|Debaryomyces_hansenii ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------SK------AARKSA-P---V--SGGVKKPHRYKP-GTVALREIRRFQKSTELLIRKLPFQRLVREIAQDFK--SDLRFQSSAIGALQEAVEAYLV-SLFEDTNLCAIHAKRVTIQKKDIQLARRLRGERS-----------   136
         51706338|Mus_musculus ---------------MALTKQT--ARK-----STG-GKA-------PRKQLA------------TK------ATRKSA-P---S--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
         51767957|Mus_musculus ---------------MARTKQT--ARK-----STG-DKA-------PRKQLA------------TK------AARKSA-P---S--TGGVKKPHCYRP-GTVALREIRSYQKSSELLIRKLPFQRLVLEIAQDFK--TDLCFQSAAIGALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDTQLAGYICRECA-----------   136
         51768250|Mus_musculus ---------------MARTKQT--ACK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---T--TGGVKKPHLYRP-GTVALHEIRRYQKSTEFLIRKLPFQRLVRDIAQDFK--TDLRFQSAAIGALQEASEAYQV-GLFEDTNLCAIHAKHVTIMPKDIQLASHIHGERA-----------   136
         51859376|Homo_sapiens ---------------MARTKQT--ALK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---S--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
    55240188|Anopheles_gambiae ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---S--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAVAALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
      55623240|Pan_troglodytes ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---S--TGGVKKPHRYRP-GTVALREIRRYQKSTELLVRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLV-GLFEDTNLSAIHAKRVTIMPKDIQLARSIRGEHA-----------   136
      55626040|Pan_troglodytes ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEACEAYLV-GLFEDTNLCGIHAKRVTIMPKDIQLARRIRGERA-----------   136
      55626052|Pan_troglodytes ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVRDIAQDFX--TDLRFQSSALMALQEACEAYLV-RLLEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
       55727649|Pongo_pygmaeus ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---S--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLAREIAQDFK--TDLRFQSAAIGALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
    55775689|Camellia_sinensis ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRFRP-GTVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVAALQEAAESYLV-GLFEDTNLCAIHAKRVTIMPKDMQLARRIRGERA-----------   136
          21988|Volvox_carteri ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKT--P---A--TGGVKKPHRYRP-GTVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSQAVLALQEAAEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   135
571475|Chlamydomonas_reinhardt ---------------MARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKT--P---A--TGGVKKPHRYRP-GTVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSQAVLALQEAAEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   135
   70747|Psammechinus_miliaris ----------------ARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TELRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   135
70748|Strongylocentrotus_purpu ----------------ARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TELRFQSSAVMALQEASEAYLV-RLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   135
              70749|Bos_taurus ----------------ARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEACEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   135
           70753|Pisum_sativum ----------------ARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRFRP-GTVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVSALQEAAEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   135
       82610|Triticum_aestivum ----------------ARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRFRP-GTVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVSALQEAAEAYLV-GLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   135
          70755|Xenopus_laevis ----------------ARTKQT--ARK-----STG-GKA-------PRKQLV------------TK------AAKKCA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQRSAVMALQEASEAYLV-ALFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   135
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   30140294|Carinoma_mutabilis ------------------------ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   110
30140284|Cerebratulus_marginat ------------------------ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   110
30139738|Amphiporus_imparispin ------------------------ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   110
30139736|Amphiporus_formidabil ------------------------ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   110
     4883743|Pauropodinae_gen. -------------------------RK-----STG-GKA-------PRKQLA------------TK------AGRKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLXFQSSAVMALQEXSEAYLV-GLFEDTNLCAIHAKR------------------------------   109
      4883744|Epicyliosoma_sp. -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLWAIHAKR------------------------------   109
     4883745|Unixenus_mjobergi -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKL------------------------------   109
     4883747|Nipponentomon_sp. -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLSEDTNLCAIHAKR------------------------------   109
       4883748|Archisotoma_sp. -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTEFLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
      4883752|Atalophlebia_sp. -------------------------SK-----STG-GKA-------PRKQFA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
4883753|Hutchinsoniella_macrac -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEXTNLCAIHAKR------------------------------   109
        4883759|Kempina_mikado -------------------------RK-----FDG-GKA-------LRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
4883760|Ammothella_biunguicula -------------------------RK-----SSG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTXXCAIXAKR------------------------------   109
             4883763|Atrax_sp. -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKK------------------------------   109
  4883756|Triops_australiensis -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKK------------------------------   109
21238540|Lepthyphantes_minutus -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEAXEAYLV-GLFEDTNLCAIHAKR------------------------------   109
    21326929|Diaporthe_ambigua ---------------------------------TG-GKA-------PRKQLA------------SK------AARKSA-P---S--TGGVKKPHRYKP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--SDLRFQSSAIGALQESVESYLV-SLFEDTNLCAIHAKRVTI---------------------------   109
21326927|Chrysoporthe_cubensis ---------------------------------TG-GKA-------PRKQLA------------SK------AARKSA-P---S--TGGVKKPHRYKP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--SDLRFQSSAIGALQESVESYLV-SLFEDTNLCAIHAKRVTI---------------------------   109
21326907|Cryphonectria_parasit ---------------------------------TG-GKA-------PRKQLA------------SK------AARKSA-P---S--TGGVKKPHRYKP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--SDLRFQSSAIGALQESVESYLV-SLFEDTNLCAIHAKRVTI---------------------------   109
    27923517|Agathemera_crassa ----------------ARTKQT--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNS-------------------------------------   109
30725214|Phascolosoma_granulat -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQXLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
30725238|Cleosiphon_aspergillu -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQTSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
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33086766|Rugathodes_sexpunctat -------------------------RK-----STG-SKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLMREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
  33086772|Steatoda_bipunctata -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELVIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEDSEAYLV-GLFEDTNLCAMHAKR------------------------------   109
 33086784|Tidarren_sisyphoides -------------------------SK-----STG-GKA-------PSKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKK------------------------------   109
38505229|Lepidopleurus_cajetan -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASESYLV-GLFEDTNLCAIHAKR------------------------------   109
38607220|Chaetoderma_nitidulum -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASESYLV-GLFEDTNLCAIHAKR------------------------------   109
38607210|Acanthopleura_granula -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASESYLV-GLFEDTNLCAIHAKR------------------------------   109
38607208|Sypharochiton_pellise -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASESYLV-GLFEDTNLCAIHAKR------------------------------   109
  38607206|Liolophura_japonica -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASESYLV-GLFEDTNLCAIHAKR------------------------------   109
  38607204|Rhyssoplax_olivacea -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASESYLV-GLFEDTNLCAIHAKR------------------------------   109
   38607202|Katharina_tunicata -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASESYLV-GLFEDTNLCAIHAKR------------------------------   109
      38607198|Mopalia_muscosa -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASESYLV-GLFEDTNLCAIHAKR------------------------------   109
38607192|Callistochiton_antiqu -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASESYLV-GLFEDTNLCAIHAKR------------------------------   109
38607186|Ischnochiton_australi -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASESYLV-GLFEDTNLCAIHAKR------------------------------   109
  38607184|Ischnochiton_rissoi -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASESYLV-GLFEDTNLCAIHAKR------------------------------   109
 38607182|Ischnochiton_comptus -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASESYLV-GLFEDTNLCAIHAKR------------------------------   109
38607180|Ischnochiton_elongatu -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASESYLV-GLFEDTNLCAIHAKR------------------------------   109
38607176|Chaetopleura_apiculat -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASESYLV-GLFEDTNLCAIHAKR------------------------------   109
38607174|Chaetopleura_angulata -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASESYLV-GLFEDTNLCAIHAKR------------------------------   109
      38607172|Tonicia_lineata -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASESYLV-GLFEDTNLCAIHAKR------------------------------   109
    38607170|Tonicia_lamellosa -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASESYLV-GLFEDTNLCAIHAKR------------------------------   109
  38607162|Leptochiton_asellus -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASESYLV-GLFEDTNLCAIHAKR------------------------------   109
      38505231|Rhabdus_rectius -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEXTNLCAIXAKR------------------------------   109
        38505239|Limaria_hians -------------------------RK-----STG-GKX-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
 38505252|Dreissena_polymorpha -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
      38505247|Abra_prismatica -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
          38505246|Ensis_ensis -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
   38505245|Capsella_variegata -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
     38505244|Myrtea_spinifera -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
   38505243|Cardita_calyculata -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
38505242|Neotrigonia_margarita -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
    38505241|Mimachlamys_varia -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
     38505240|Pecten_jacobaeus -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
       38505237|Mytilus_edulis -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
      38505236|Yoldia_limatula -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
       38505235|Nuculana_pella -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
       38505234|Nucula_sulcata -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
        38505233|Solemya_velum -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
          55667996|Mnais_nawai -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
54694857|Euconocephalus_thunbe -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
      21238548|Neriene_radiata -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
    21238546|Orsonwelles_malus -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
    21238544|Labulla_thoracica -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
   21238542|Neriene_variabilis -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
21238536|Frontinella_pyramitel -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
21238534|Linyphia_triangularis -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
  21238532|Orsonwelles_polites -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
 21238530|Bolyphantes_alticeps -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
40796013|Pycnophyes_greenlandi -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
  40796007|Phoronopsis_viridis -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
40796003|Branchiostoma_lanceol -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
       40796001|Aurelia_aurita -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
  40795999|Liriope_tetraphylla -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
30725236|Aspidosiphon_steenstr -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
30725234|Aspidosiphon_parvulus -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
  30725232|Aspidosiphon_laevis -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
30725230|Aspidosiphon_misakien -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
30725228|Antillesoma_antillaru -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
 30725226|Phascolosoma_scolops -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
30725222|Phascolosoma_stephens -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
30725218|Phascolosoma_perlucen -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
30725216|Phascolosoma_nodulife -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
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 41353855|Megabalanus_spinosus -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
41353853|Megabalanus_californi -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
41353851|Megabalanus_tintinnab -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
  41353849|Menesiniella_aquila -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
   41353847|Balanus_perforatus -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
      41353845|Balanus_balanus -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
 41353843|Semibalanus_cariosus -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
41353841|Semibalanus_balanoide -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
     41353839|Balanus_glandula -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
     41353837|Balanus_crenatus -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
33086782|Thymoites_unimaculatu -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
       33086780|Thwaitesia_sp. -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
    33086778|Theridion_varians -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
  33086776|Theridion_grallator -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
  33086770|Spintharus_flavidus -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
       33086768|Anelosimus_sp. -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
33086762|Rhomphaea_metalissima -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
   33086760|Pholcomma_hirsutum -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
   33086758|Nesticodes_rufipes -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
   33086756|Argyrodes_trigonum -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
 33086754|Neottiura_bimaculata -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
  33086752|Latrodectus_mactans -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
         33086750|Helvibis_cf. -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
33086748|Argyrodes_chickeringi -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
   33086746|Episinus_angulatus -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
 33086744|Enoplognatha_caricis -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
33086742|Trigonobothrys_mustel -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
          33086740|Dipoena_cf. -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
         33086738|Keijia_mneon -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
          33086736|Chrysso_sp. -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
      33086734|Chrosiothes_cf. -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
    33086732|Cerocida_strigosa -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
   33086730|Ariamnes_attenuata -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
 33086728|Argyrodes_argentatus -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
   33086726|Anelosimus_eximius -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
        33086724|Ameridion_sp. -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
33086722|Achaearanea_tepidario -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
33086720|Theridiosoma_gemmosum -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
33086718|Tetragnatha_mandibula -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
        33086716|Synotaxus_sp. -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
            33086714|Pimoa_sp. -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
         33086712|Nesticus_sp. -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
          33086710|Mysmena_sp. -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
      33086708|Alaranea_merina -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
    33086706|Argiope_argentata -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
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        38607262|Sepia_elegans -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
        38607258|Loligo_pealei -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
      38607256|Octopus_joubini -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
 38607254|Siphonaria_pectinata -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
 38607252|Viviparus_georgianus -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
  38607250|Crepidula_fornicata -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
   38607248|Cocculina_messingi -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
   38607246|Diodora_cayenensis -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
 38607244|Haliotis_tuberculata -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
38607242|Entemnotrochus_adanso -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
     38607240|Sinezona_confusa -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
     38607236|Antalis_vulgaris -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
       38607226|Epimenia_babai -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
         38607224|Epimenia_sp. -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
  38607222|Helicoradomenia_sp. -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
          49659232|Pimelia_sp. -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
          49659230|Pimelia_sp. -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
      49659228|Pimelia_cordata -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
      49659226|Pimelia_echidna -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
       49659224|Pimelia_rugosa -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
    49659222|Pimelia_fornicata -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
49659220|Pimelia_rotundipennis -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
     49659218|Pimelia_scabrosa -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
    49659216|Pimelia_monticola -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
      49659214|Pimelia_costata -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
      49659212|Pimelia_integra -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
    49659210|Pimelia_variolosa -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
      49659208|Pimelia_baetica -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
      49659206|Pimelia_elevata -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
        49659204|Pimelia_criba -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
   49659202|Pimelia_interjecta -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
        49659200|Pimelia_maura -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
     49659198|Pimelia_atlantis -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
  49659196|Pimelia_mauritanica -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
       49659194|Pimelia_boyeri -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
     49659192|Pimelia_atlantis -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
    49659190|Pimelia_laevigata -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
    49659188|Pimelia_laevigata -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   109
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4883749|Tricholepidion_gertsch --------------------------------FTG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   107
    4883754|Lasionectes_exleyi -------------------------RX-----STG-GKA-------PRKQLA------------TK------AXRKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHA--------------------------------   107
         37654352|Homo_sapiens --------------------------------------A-------PRKQLA------------TK------AARKSA-P---S--TGGVKKPHRYRP-GTVALREIRRYQKSTELLVRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLV-NLFEDTNLCAIHAKRVTIMP-------------------------   107
37654356|Oryctolagus_cuniculus --------------------------------------A-------PRKQLA------------TK------AARKSA-P---S--TGGVKKPHRYRP-STVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLLFQSAAIGALQEASEAYLV-GLFEDTNLCAIHAKRVTIMP-------------------------   107
       37654360|Hydra_vulgaris --------------------------------------A-------PRKQLA------------TK------AARKSA-P---S--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLV-GLFEDTNLCAIHAKRVTIMP-------------------------   107
         37654350|Mus_musculus --------------------------------------A-------PRKQLA------------TK------AARKSA-P---S--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLV-GLFEDTNLCAIHAKRVTIMP-------------------------   107
    37654362|Sepia_officinalis --------------------------------------A-------PRKQLA------------TK------AARKSA-P---S--TGGVKKPHRYRP-GTVALREIRRYQKSTELLVRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLV-GLFEDTNLCAIHAKRVTIMP-------------------------   107
37654358|Drosophila_melanogast --------------------------------------A-------PRKQLA------------TK------AARKSA-P---S--TGGVKKPHRYRP-GTVALREIRRYQKSTELLVRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLV-GLFEDTNLCAIHAKRVTIMP-------------------------   107
   37654354|Ciona_intestinalis --------------------------------------A-------PRKQLA------------TK------AARKSA-P---S--TGGVKKPHRYRP-GTVALREIRRYQKSTELLVRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLV-GLFEDTNLCAIHAKRVTIMP-------------------------   107
50897616|Helicolenus_dactylopt ------------------------ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDXK--TDLRFQSSAVMALQESSEAYLV-GLFEDTNLCAIH---------------------------------   107
     50897701|Cottus_carolinae --------------------------------STG-GKA-------PRKQLA------------TK------AARKSA-P---X--TGGVKKPHRYXP-GTVALREIRRYQKSTELLIXKLPFQRLVREIAQDFK--TDLRFQSSAVMALQESSEAYLV-GLXEDTNLCXIHAKR------------------------------   107
50897733|Nautichthys_pribilovi --------------------------------STG-GKA-------PGKQLA------------TK------AARKSA-P---A--TGGVKKPXRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQESSEAYLV-GLFEDTNLCAIHAKR------------------------------   107
  50897779|Cirrhitus_rivulatus --------------------------------STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   107
50897955|Margaritifera_falcata --------------------------------STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   107
  53828089|Clastoptera_brunnea ------------------------ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIH---------------------------------   107
  53828071|Clastoptera_proteus ------------------------ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIH---------------------------------   107
  53828125|Neolieftinckana_sp. --------------------------K-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAK-------------------------------   107
 4883734|Oroperipatus_corrodai --------------------------K-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAK-------------------------------   107
 4883733|Tasmanipatus_barretti --------------------------------STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQLLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAK-------------------------------   106
  4883740|Allothereua_maculata --------------------------X-----LTG-GKA-------PRKQLA------------TK------AARKXA-P---A--TGXVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHA--------------------------------   106
         53828085|Liorhina_sp. --------------------------K-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHA--------------------------------   106
  53828113|Tettigarcta_crinita ---------------------T--ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCA-----------------------------------   106
4883736|Craterostigmus_tasmani --------------------------------STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQXSAVMALQEASEAYLV-GLFEDTNLCAIHA--------------------------------   105
 4883739|Lithobius_sydneyensis ----------------------------------G-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTEFLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKG------------------------------   105
           4883755|Nebalia_sp. --------------------------------IDG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHA--------------------------------   105
 5918753|Fusarium_proliferatum ----------------------------------G-GKA-------PRKQFA------------SK------AARKSA-P---S--TGGVKKPHRYKP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--SDLRFQSSAIGALQESVESYLV-SLFEDTNLCAIHAKR------------------------------   105
12957228|Fusarium_subglutinans ----------------------------------G-GKA-------PRKQLA------------SK------AARKSA-P---S--TGGVKKPHRYKP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--SDLRFQSSAIGALQESVESYLV-SLFEDTNLCAIXAKR------------------------------   105
 27923511|Oncotophasma_martini -------------------------------------KA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKRVT----------------------------   105
29421778|Fusarium_subglutinans ----------------------------------G-GKA-------PRKQLA------------SK------AARKSA-P---S--TGGVKKPHRYKP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--SDLRFQSSAIGALXESVESYLV-SLFEDTNLCAIHAKR------------------------------   105
29421788|Fusarium_subglutinans ----------------------------------G-GKA-------PRKQLA------------SK------AARKSA-P---S--TGGVKKPHRYKP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--SDLRFQSSAIGALQESVESYLV-SLFEDTNLCAIHAKR------------------------------   105
 5918755|Fusarium_proliferatum ----------------------------------G-GKA-------PRKQLA------------SK------AARKSA-P---S--TGGVKKPHRYKP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--SDLRFQSSAIGALQESVESYLV-SLFEDTNLCAIHAKR------------------------------   105
  5918741|Gibberella_fujikuroi ----------------------------------G-GKA-------PRKQLA------------SK------AARKSA-P---S--TGGVKKPHRYKP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--SDLRFQSSAIGALQESVESYLV-SLFEDTNLCAIHAKR------------------------------   105
      5918737|Fusarium_nygamai ----------------------------------G-GKA-------PRKQLA------------SK------AARKSA-P---S--TGGVKKPHRYKP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--SDLRFQSSAIGALQESVESYLV-SLFEDTNLCAIHAKR------------------------------   105
  5918735|Gibberella_circinata ----------------------------------G-GKA-------PRKQLA------------SK------AARKSA-P---S--TGGVKKPHRYKP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--SDLRFQSSAIGALQESVESYLV-SLFEDTNLCAIHAKR------------------------------   105
    5918714|Fusarium_oxysporum ----------------------------------G-GKA-------PRKQLA------------SK------AARKSA-P---S--TGGVKKPHRYKP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--SDLRFQSSAIGALQESVESYLV-SLFEDTNLCAIHAKR------------------------------   105
        38505238|Ostrea_edulis ----------------------------------G-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   105
   50897801|Salarias_fasciatus ----------------------------------G-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   105
      15986565|Balanus_balanus ----------------------------------G-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   105
50897638|Scorpaenopsis_macroch ----------------------------------G-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHXYRX-GTVALREIRRYQKSTELLIRKLPFQRLVRDIAQDFK--TDLRFQSSAVMALQESSEAYLV-GLFEDTNLCAIHAKR------------------------------   105
50897765|Plectranthias_kellogg ----------------------------------G-GKA-------PRXQLA------------TK------AARKSA-P---X--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQESSEAYLV-GLFEDTNLCAIHAKR------------------------------   105
      50897797|Trachinus_draco ----------------------------------G-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQESSEAYLV-GLFEDTNLCAIHAKR------------------------------   105
    50897763|Hemanthias_leptus ----------------------------------G-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQESSEAYLV-GLFEDTNLCAIHAKR------------------------------   105
 50897715|Microcottus_sellaris ----------------------------------G-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQESSEAYLV-GLFEDTNLCAIHAKR------------------------------   105
       34013728|Polyplocia_sp. ------------------------ARK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDIXSC------------------------------------   104
        34013748|Chaquihua_sp. ------------------------------------------------KQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKRVTXMP-------------------------   104
  53828097|Aeneolamia_contigua ------------------------------------GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   104
     45545246|Anamiopteryx_sp. ------------------------------------GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   104
15986561|Periplaneta_americana ------------------------------------GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   104
    4883737|Schizoribautia_sp. ----------------------------------G-GKA-------PRKQMA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHA--------------------------------   103
27923459|Ctenomorphodes_briare ----------------------------------------------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKRVT----------------------------   103
      53828083|Cosmoscarta_sp. --------------------------K-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCA-----------------------------------   103
      4883758|Branchinella_sp. ----------------------------------G-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIH---------------------------------   102
 38505232|Haliotis_tuberculata --------------------------------------I-------PEKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   102
  45545196|Tenodera_aridifolia --------------------------------------A-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   102
       45545292|Cliomantis_sp. -------------------------RK-----STG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNL-------------------------------------   102
29421762|Fusarium_subglutinans ----------------------------------------------PRKQLA------------SK------AARKSA-P---S--TGGVKKPHRYKP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--SDLRFQSSAIGALQESVESYLV-SLFEDTNLCAIHAKR------------------------------   101
   33086764|Robertus_neglectus ----------------------------------------------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAIHAKR------------------------------   101
   50897634|Scorpaena_plumieri ----------------------------------------------PXXXLA------------TX------XARKXA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQESSEAYLV-GLFEDTNLCAIHAKR------------------------------   101
        53828117|Pintalia_alta ----------------------------------G-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNLCAI----------------------------------   101
34101304|Amphicarpaea_bracteat ------------------------------------------------------------------------AARKSA-P---T--TGGVKKPHRYRP-GTVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSHAVLALQEAAEAYLV-GLFEDTNLCAIHAKRVTIMPK------------A-----------   100
34101292|Amphicarpaea_edgewort ------------------------------------------------------------------------AARKSA-P---T--TGGVKKPHRYRP-GTVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSHAVLALQEAAEAYLV-GLFEDTNLCAIHAKRVTIMPK------------A-----------   100
   50897657|Aetapcus_maculatus -----------------------------------------------CKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQESSEAYLV-GLFEDTNLCAIHAKR------------------------------   100
 50897665|Lepidotrigla_spinosa -----------------------------------------------GKQLX------------TK------AARKSA-L---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQESSEAYLV-GLFEDTNLCAIHAKR------------------------------   100
    50897737|Sarritor_frenatus -----------------------------------------------RKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQESSEAYLV-GLFEDTNLCAIHAKR------------------------------   100
   50897677|Elates_ransonnetii -----------------------------------------------RKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQESSEAYLV-GLFEDTNLCAIHAKR------------------------------   100
     6049773|Owenia_fusiformis ---------------------------------NG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNL-------------------------------------    99
           6049775|Glycera_sp. ---------------------------------TG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEXTNL-------------------------------------    99
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   6049780|Amphitritides_harpa ---------------------------------XG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNL-------------------------------------    99
  6049785|Mesochaetopterus_sp. ---------------------------------TG-GKA-------PXKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSSVMALQEASEAYLV-GLFEDTNL-------------------------------------    99
    6049795|Euclymene_trinalis ---------------------------------TG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIXRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASESYLV-GLFEDTNL-------------------------------------    99
6049796|Mediomastus_australien ---------------------------------TG-GXA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKTTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFXDTNX-------------------------------------    99
     6049800|Scoloplos_simplex ---------------------------------TG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYXV-GLFEDTNL-------------------------------------    99
  6049801|Lumbricus_terrestris ---------------------------------TG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVLALQEASEAYLV-GLFEDTNL-------------------------------------    99
19850228|Rhinothelepus_lobatus ---------------------------------TG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNL-------------------------------------    99
           19850224|Isolda_sp. ---------------------------------TG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNL-------------------------------------    99
   19850222|Trichobranchus_sp. ---------------------------------TG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNL-------------------------------------    99
         6049803|Sipuncula_sp. ---------------------------------TG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNL-------------------------------------    99
          6049802|Bonellia_sp. ---------------------------------TG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNL-------------------------------------    99
           6049799|Phylo_felix ---------------------------------TG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNL-------------------------------------    99
 6049798|Polyophthalmus_pictus ---------------------------------TG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNL-------------------------------------    99
      6049794|Eunice_australis ---------------------------------TG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNL-------------------------------------    99
   6049793|Marphysa_macintoshi ---------------------------------TG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNL-------------------------------------    99
 6049792|Lumbrineris_latreilli ---------------------------------TG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNL-------------------------------------    99
          6049791|Eurythoe_sp. ---------------------------------TG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNL-------------------------------------    99
6049790|Ceratonereis_longicera ---------------------------------TG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNL-------------------------------------    99
 6049789|Nephtys_australiensis ---------------------------------TG-GKA-------PRKQLA------------TK------AARKSA-P---A--TGGVKKPHRYRP-GTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLV-GLFEDTNL-------------------------------------    99
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